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SEQUENCE LISTING 



<110> INCYTE PHARMACEUTICALS , INC. 
TANG , Y . Tom 
CORLEY, Neil C. 
GUEGLER, Karl J . 
GORGONE, Gina A. 
AZIMZAI, Yalda 
KASER , Matthew R. 
YUE , Henry 

<120> COENZYME A-UTILIZING ENZYMES 

<130> PF-0622 PCT 

<140> To Be Assigned 
<141> Herewith 

<150> 09/185,217; unassigned 
<151> 1998-11-03; 1998-11-03 

<160> 10 

<170> PERL Program 

<210> 1 
<211> 100 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 1580751CD1 

<400> 1 

Met Lys Gly Ala Thr Thr Asn lie Cys Tyr Asn Val Leu Asp Arg 

15 10 15 

Asn Val His Glu Lys Lys Leu Gly Asp Lys Val Ala Phe Tyr Trp 

20 25 30 

Pro Cys Gin Arg Asp Gin Asp Gly Tyr Tyr Trp lie Thr Gly Arg 

35 40 45 

lie Asp Asp Met Leu Asn Val Ser Gly Glu Gly Gin Gly Pro Pro 

50 55 60 

Ser His Leu lie Asn Ser Ala Pro Leu Thr Thr Pro Ser Arg Ser 

65 70 75 

Leu Pro Gin Glu Pro Arg Ser Val Leu Trp Pro Asp His Val Leu 

80 85 90 
Ser Val Ala Phe Ser Ser Gly Pro Arg Phe 

95 100 



<210> 2 
<211> 159 
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<2X2> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID NO: 1627889CD1 

<400> 2 

Met Ser Gly Gin Gly Val Asp Arg His Leu Phe Ala Leu Tyr lie 

15 10 15 

Val Ser Arg Phe Leu His Leu Gin Ser Pro Phe Leu Thr Gin Val 

20 25 30 

His Ser Glu Gin Trp Gin Leu Ser Thr Ser Gin lie Pro Val Gin 

35 40 45 

Gin Met His Leu Phe Asp Val His Asn Tyr Pro Asp Tyr Val Ser 

50 55 60 

Ser Gly Gly Gly Phe Gly Pro Ala Asp Asp His Gly Tyr Gly Val 

65 70 75 

Ser Tyr lie Phe Met Gly Asp Gly Met lie Thr Phe His lie Ser 

80 85 90 

Ser Lys Lys Ser Ser Thr Lys Thr Asp Ser His Arg Leu Gly Gin 

'95 100 105 

His lie Glu Asp Ala Leu Leu Asp Val Ala Ser Leu Phe Gin Ala 

110 115 120 

Gly Gin His Phe Lys Arg Arg Phe Arg Gly Ser Gly Lys Glu Asn 

125 130 135 

Ser Arg His Arg Cys Gly Phe Leu Ser Arg Gin Thr Gly Ala Ser 

140 145 150 

Lys Ala Ser Met Thr Ser Thr Asp Phe 
155 



<210> 3 

<211> 215 

<212> PRT 

<213> Homo sapiens 

<220> 

<22l> misc_feature 

<223> Incyte ID No: 1965888CD1 

<400> 3 

Met Asn Arg Pro Ser Ala Arg Asn Ala Leu Gly Asn Val Phe Val 

15 10 15 

Ser Glu Leu Leu Glu Thr Leu Ala Gin Leu Arg Glu Asp Arg Gin 

20 25 30 

Val Arg Val Leu Leu Phe Arg Ser Gly Val Lys Gly Val Phe Cys 

35 40 45 

Ala Gly Ala Asp Leu Lys Glu Arg Glu Gin Met Ser Glu Ala Glu 

50 55 60 

Val Gly Val Phe Val Gin Arg Leu Arg Gly Leu Met Asn Asp He 

65 70 75 

Ala Ser Ser Ala Val Met Gly Leu He Glu Thr Thr Arg Gly Leu 

80 85 90 

Leu Pro Gly Ala Gly Gly Thr Gin Arg Leu Pro Arg Cys Leu Gly 
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95 100 105 

Val Ala Leu Ala Lys Glu Leu lie Phe Thr Gly Arg Arg Leu Ser 

110 115 120 

Gly Thr Glu Ala His Val Leu Gly Leu Val Asn His Ala Val Ala 

125 130 135 

Gin Asn Glu Glu Gly Asp Ala Ala Tyr Gin Arg Ala Arg Ala Leu 

140 145 150 

Ala Gin Glu lie Leu Pro Gin Ala Pro lie Ala Val Arg Leu Gly 

155 160 165 

Lys Val Ala lie Asp Arg Gly Thr Glu Val Asp lie Ala Ser Gly 

170 175 180 

Met Ala lie Glu Gly Met Cys Tyr Ala Gin Asn lie Pro Thr Arg 

185 190 195 

Asp Arg Leu Glu Gly Met Ala Ala Phe Arg Glu Lys Arg Thr Pro 

200 205 210 
Lys Phe Val Gly Lys 

215 



<210> 4 
<211> 720 
<212> PRT 

<213 > Homo sapiens 
<220> 

<22l> misc_f eature 

<223> Incyte ID No: 2816341CD1 

<400> 4 

Met Asn Asn His Val Ser Ser Lys Pro Ser Thr Met Lys Leu Lys 

15 10 15 

His Thr lie Asn Pro lie Leu Leu Tyr Phe lie His Phe Leu lie 

20 25 30 

Ser Leu Tyr Thr lie Leu Thr Tyr lie Pro Phe Tyr Phe Phe Ser 

35 40 45 

Glu Ser Arg Gin Glu Lys Ser Asn Arg lie Lys Ala Lys Pro Val 

50 55 60 

Asn Ser Lys Pro Asp Ser Ala Tyr Arg Ser Val Asn Ser Leu Asp 

65 70 75 

Gly Leu Ala Ser Val Leu Tyr Pro Gly Cys Asp Thr Leu Asp Lys 

80 85 90 

Val Phe Thr Tyr Ala Lys Asn Lys Phe Lys Asn Lys Arg Leu Leu 

95 100 105 

Gly Thr Arg Glu Val Leu Asn Glu Glu Asp Glu Val Gin Pro Asn 

110 115 120 

Gly Lys lie Phe Lys Lys Val lie Leu Gly Gin Tyr Asn Trp Leu 

125 130 135 

Ser Tyr Glu Asp Val Phe Val Arg Ala Phe Asn Phe Gly Asn Gly 

140 145 150 

Leu Gin Met Leu Gly Gin Lys Pro Lys Thr Asn lie Ala lie Phe 

155 160 165 

Cys Glu Thr Arg Ala Glu Trp Met lie Ala Ala Gin Ala Cys Phe 

170 175 180 

Met Tyr Asn Phe Gin Leu Val Thr Leu Tyr Ala Thr Leu Gly Gly 

185 190 195 
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Pro Ala lie Val His Ala Leu Asn Glu Thr Glu Val Thr Asn lie 

200 205 210 

lie Thr Ser Lys Glu Leu Leu Gin Thr Lys Leu Lys Asp lie Val 

215 220 225 

Ser Leu Val Pro Arg Leu Arg His lie lie Thr Val Asp Gly Lys 

230 235 240 

Pro Pro Thr Trp Ser Glu Phe Pro Lys Gly lie lie Val His Thr 

245 250 255 

Met Ala Ala Val Glu Ala Leu Gly Ala Lys Ala Ser Met Glu Asn 

260 265 270 

Gin Pro His Ser Lys Pro Leu Pro Ser Asp lie Ala Val lie Met 

275 280 285 

Tyr Thr Ser Gly Ser Thr Gly Leu Pro Lys Gly Val Met lie Ser 

290 295 300 

His Ser Asn lie lie Ala Gly lie Thr Gly Met Ala Glu Arg lie 

305 310 315 

Pro Glu Leu Gly Glu Glu Asp Val Tyr lie Gly Tyr Leu Pro Leu 

320 325 330 

Ala His Val Leu Glu Leu Ser Ala Glu Leu Val Cys Leu Ser His 

335 340 345 

Gly Cys Arg lie Gly Tyr Ser Ser Pro Gin Thr Leu Ala Asp Gin 

350 355 360 

Ser Ser Lys lie Lys Lys Gly Ser Lys Gly Asp Thr Ser Met Leu 

365 370 375 

Lys Pro Thr Leu Met Ala Ala Val Pro Glu lie Met Asp Arg lie 

380 385 390 

Tyr Lys Asn Val Met Asn Lys Val Ser Glu Met Ser Ser Phe Gin 

395 400 405 

Arg Asn Leu Phe lie Leu Ala Tyr Asn Tyr Lys Met Glu Gin lie 

410 415 420 

Ser Lys Gly Arg Asn Thr Pro Leu Cys Asp Ser Phe Val Phe Arg 

425 430 435 

Lys Val Arg Ser Leu Leu Gly Gly Asn lie Arg Leu Leu Leu Cys 

440 445 450 

Gly Gly Ala Pro Leu Ser Ala Thr Thr Gin Arg Phe Met Asn lie 

455 460 465 

Cys Phe Cys Cys Pro Val Gly Gin Gly Tyr Gly Leu Thr Glu Ser 

470 475 480 

Ala Gly Ala Gly Thr lie Ser Glu Val Trp Asp Tyr Asn Thr Gly 

485 490 495 

Arg Val Gly Ala Pro Leu Val Cys Cys Glu lie Lys Leu Lys Asn 

500 505 510 

Trp Glu Glu Gly Gly Tyr Phe Asn Thr Asp Lys Pro His Pro Arg 

515 520 525 

Gly Glu lie Leu lie Gly Gly Gin Ser Val Thr Met Gly Tyr Tyr 

530 535 540 

Lys Asn Glu Ala Lys Thr Lys Ala Asp Phe Phe Glu Asp Glu Asn 

545 550 555 

Gly Gin Arg Trp Leu Cys Thr Gly Asp lie Gly Glu Phe Glu Pro 

560 565 570 

Asp Gly Cys Leu Lys lie lie Asp Arg Lys Lys Asp Leu Val Lys 

575 580 585 

Leu Gin Ala Gly Glu Tyr Val Ser Leu Gly Lys Val Glu Ala Ala 

590 595 600 

Leu Lys Asn Leu Pro Leu Val Asp Asn lie Cys Ala Tyr Ala Asn 
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605 610 615 

Ser Tyr His Ser Tyr Val lie Gly Phe Val Val Pro Asn Gin Lys 

620 625 630 

Glu Leu Thr Glu Leu Ala Arg Lys Lys Gly Leu Lys Gly Thr Trp 

635 640 645 

Glu Glu Leu Cys Asn Ser Cys Glu Met Glu Asn Glu Leu Leu Lys 

650 655 660 

Val Leu Ser Glu Ala Ala lie Ser Ala Ser Leu Glu Lys Phe Glu 

665 670 675 

lie Leu Val Lys lie Arg Leu Ser Pro Glu Pro Trp Thr Pro Glu 

680 685 690 

Thr Gly Leu Val Thr . Asp Ala Phe Lys Leu Lys Arg Lys Glu Leu 

695 700 705 

Lys Thr His Tyr Gin Ala Asp lie Glu Arg Met Tyr Gly Arg Lys 

710 715 720 



<210> 5 
<211> 456 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 3324214CD1 

<400> 5 

Met Phe Leu Leu Leu Thr Phe Asp Ser Leu lie Val Asn Leu Leu 

15 10 15 

Gly lie Ser Leu Thr Val Leu Phe Thr Leu Leu Leu Val Phe lie 

20 25 30 

lie Val Pro Ala lie Phe Gly Val Ser Phe Gly lie Arg Lys Leu 

35 40 45 

Tyr Met Lys Ser Leu Leu Lys lie Phe Ala Trp Ala Thr Leu Arg 

50 55 60 

Met Glu Arg Gly Ala Lys Glu Lys Asn His Gin Leu Tyr Lys Pro 

65 70 75 

Tyr Thr Asn Gly lie lie Ala Lys Asp Pro Thr Ser Leu Glu Glu 

80 85 90 

Glu lie Lys Glu lie Arg Arg Ser Gly Ser Ser Lys Ala Leu Asp 

95 100 105 

Asn Thr Pro Glu Phe Glu Leu Ser Asp lie Phe Tyr Phe Cys Arg 

110 115 120 

Lys Gly Met Glu Thr lie Met Asp Asp Glu Val Thr Lys Arg Phe 

125 130 135 

Ser Ala Glu Glu Leu Glu Ser Trp Asn Leu Leu Ser Arg Thr Asn 

140 145 150 

Tyr Asn Phe Gin Tyr lie Ser Leu Arg Leu Thr Val Leu Trp Gly 

155 160 165 

Leu Gly Val Leu lie Arg Tyr Cys Phe Leu Leu Pro Leu Arg lie 

170 175 180 

Ala Leu Ala Phe Thr Gly lie Ser Leu Leu Val Val Gly Thr Thr 

185 190 195 

Val Val Gly Tyr Leu Pro Asn Gly Arg Phe Lys Glu Phe Met Ser 

200 205 210 
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Lys His Val His Leu Met Cys Tyr Arg lie Cys Val Arg Ala Leu 

215 220 225 

Thr Ala lie lie Thr Tyr His Asp Arg Glu Asn Arg Pro Arg Asn 

230 235 240 

Gly Gly lie Cys Val Ala Asn His Thr Ser Pro lie Asp Val lie 

245 250 255 

lie Leu Ala Ser Asp Gly Tyr Tyr Ala Met Val Gly Gin Val His 

260 265 270 

Gly Gly Leu Met Gly Val lie Gin Arg Ala Met Val Lys Ala Cys 

275 280 285 

Pro His Val Trp Phe Glu Arg Ser Glu Val Lys Asp Arg His Leu 

290 295 300 

Val Ala Lys Arg Leu Thr Glu His Val Gin Asp Lys Ser Lys Leu 

305 310 315 

Pro lie Leu lie Phe Pro Glu Gly Thr Cys lie Asn Asn Thr Ser 

320 325 330 

Val Met Met Phe Lys Lys Gly Ser Phe Glu lie Gly Ala Thr Val 

335 340 345 

Tyr Pro Val Ala lie Lys Tyr Asp Pro Gin Phe Gly Asp Ala Phe 

350 355 360 

Trp Asn Ser Ser Lys Tyr Gly Met Val Thr Tyr Leu Leu Arg Met 

365 370 375 

Met Thr Ser Trp Ala lie Val Cys Ser Val Trp Tyr Leu Pro Pro 

380 385 390 

Met Thr Arg Glu Ala Asp Glu Asp Ala Val Gin Phe Ala Asn Arg 

395 400 405 

Val Lys Ser Ala lie Ala Arg Gin Gly Gly Leu Val Asp Leu Leu 

410 415 420 

Trp Asp Gly Gly Leu Lys Arg Glu Lys Val Lys Asp Thr Phe Lys 

425 430 435 

Glu Glu Gin Gin Lys Leu Tyr Ser Lys Met He Val Gly Asn His 

440 445 450 

Lys Asp Arg Ser Arg Ser 

455 



<210> 6 
<211> 687 
<212> DNA 

< 2 1 3 > Homo s ap i ens 
<220> 

<221> unsure 
<222> 63 

<223> a or g or c or t, unknown, or other 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 1580751CB1 

<400> 6 

cggttctagg aacttgacgt gatggggctt cctgaggagc gggtccggag cggcagcggg 6 0 

ganccggggc caggaggaag ctggagccgg aggccgggcg cggagttggt ctccgccgcc 120 

cgaggtcagc cgctccgcgc acgtcccctc gctgcagcgc taccgcgagc tgcaccggcg 180 

ctccgtggag gagccgcggg aattctgggg agacattgcc aaggaatttt actggaagac 24 0 
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tccatgccct 
tgagtggatg 
tgagaaaaag 
ctattactgg 
gccaccttcc 
agagcccagg 
caggttttag 
gggtgactga 



ggcccattcc 
aaaggagcaa 
cttggagata 
atcactggca 
catcttatta 
agtgtccttt 
aggagtaatg 
aagcatgtca 



ttcggtacaa 
ctaccaacat 
aagttgcttt 
ggattgatga 
actctgctcc 
ggccagacca 
aacactggaa 
tctgagg 



ctttgatgtg 
ctgctacaat 
ttactggcct 
catgctcaat 
tctgacaaca 
tgtactaagt 
tgtgcctaga 



actaaaggga 
gtactggatc 
tgccagcggg 
gtatctggtg 
cccagccgaa 
gtagcattca 
gtaggggaac 



PCT/US99/25820 



aaatcttcat 300 
gaaatgtcca 360 
accaggatgg 42 0 
agggccaggg 48 0 
gccttccgca 540 
gttctgggcc 600 
ttggatggtg 66 0 
687 



<210> 7 

<211> 1803 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1627889CB1 



<400> 7 

caaattttca 

gatcccagaa 

gtgctcagac 

atatacgtag 

agatatatat 

acttattcct 

catccatgac 

gatggagttt 

cctctgcctc 

agcatgcgcc 

ctggtcaggc 

gtgctgggat 

tctgcccatt 

cccagatccc 

aaggtattgt 

gcctggctct 

tccccatctg 

aggccagatg 

tccctgggga 

ccaggctctg 

gtacatcgtg 

gcagtggcag 

caattacccg 

tggtgtttct 

atcaagcaca 

tgtggcctcc 

ggagaactcc 

aatgacatcc 

ggtgaaattg 

ccaggccaat 

aaa 



tttttaatag 
ccacctgccc 
taaagctttt 
gatttttgaa 
atattatttt 
ataaaatgtt 
aagtattatt 
cgcttgttgc 
ccaggttcaa 
accataccca 
tggtctcaaa 
tacaggcgtg 
taacctcttt 
acctgccctg 
ggttccatgg 
ccctggctgt 
taaaatgggg 
tgccgcagcc 
ctgcaggacc 
ctgaaggcag 
tcccgattcc 
ctgtccacca 
gactatgttt 
tatatcttca 
aaaacggatt 
ctgttccagg 
aggcacaggt 
accgacttct 
ccacagctgg 
aaagatgtgt 



agatgggttc 
tgggcccccc 
ctttatacgg 
cttatttcta 
ccatacatga 
atatttcaat 
atatcataca 
ccaggctgga 
gcgattctcc 
gctaattttg 
ctcctgacct 
accaatgcac 
gtgacttgtg 
cacctcttct 
aaggagtttg 
gtgaacctgg 
ttgatattcc 
agccctaagt 
cacagtgcct 
ccatgagcgg. 
tccacctgca 
gccagatccc 
cctcaggcgg 
tgggggatgg 
cccacaggct 
cgggacagca 
gtggatttct 
gactccttcc 
ctgacacagg 
gagctggaca 



accaaggtgg 
aaagtgcggg 
gggttcatgt 
taaagtttta 
caagtattgt 
aaaaactgac 
tgctattttt 
gtgcaatggc 
tgcctcagcc 
tgtttttagt 
caggtgatcc 
ctggctggaa 
accttccttt 
cccttgccct 
gactctgggg 
ccaaatgatt 
caccttgcag 
cgacttcctg 
cgccctgttc 
gcagggagtt 
gtcgcccttc 
tgttcagcaa 
tggattcggg 
catgatcacc 
ggggcagcac 
ttttaagcgc 
ctcccgccag 
agcaggcagc 
acaggggcaa 
cttataaaaa 



caaggctggt 
atctacaggc 
tggtaaaaat 
tatttcaata 
atcatatata 
agatatatta 
tttttttttt 
gccatctcgg 
tcctgagtag 
agagatgggg 
gcctgcctca 
ctccattttt 
gcacccctgt 
acacctagcc 
ccagacacac 
tcccctctct 
ggatgtggca 
tctttccatg 
cgcgtggcag 
gaccgccacc 
ctgacccagg 
atgcatctgt 
cctgctgatg 
ttccacatct 
attgaggacg 

c 99 ttca 9 a 9 
actggggcct 
tggcctctcc 
ctggtttggc 
aaacaaatat 



tttgattccc 
atgagccccc 
ccattgaatt 
aaaagcttaa 
ctatttttga 
cattattttc 
ttttttttga 
cccaccgcaa 
ctgggactac 
tttctccata 
gcctcccaaa 
acaacgtaac 
accctctctg 
ccgcacctac 
ctaggaaccc 
aagcctcagt 
aactcagttg 
acctgtgacc 
tggacaagca 
tgtttgcgct 
tccattcgga 
ttgacgtcca 
accatggtta 
ccagcaaaaa 
cactgctgga 
ggtcagggaa 
ccaaggcctc 
aaggaataag 
aaccccacat 
aaaaaaaaaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1803 



<210> 8 
<211> 1340 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1965888CB1 

<400> 8 

ccagcctgcg ccccgatgct gcgcgttctg tgcctcctgc gcccctggag gccccttcgg 60 

gcccgcggct gcgcttccga cggggcggcc gggggctcag agatccaagt gcgcgccctg 120 

gcgggtccgg accaagttta caagtccttc cactttctct ctgaggcaga aagagcaagg 180 

gtttttctct ccattttatg gttgggaaaa ttgaggcctg cctgagtgtg tgacttgtgg 240 

caagtcactc tggtcatcta gggcagaggc tccccagatc ccaggcctcc tgcctccagt 300 

ccccagcccg cagcccagga ttaggcagag ccagctgctt tcccgtggct gccctgactc 360 

cttacaggga tcactgagat tctgatgaac agaccttctg cccgcaatgc cttggggaat 420 

gtcttcgtca gtgagctgct ggaaactctg gcccagctgc gggaggaccg gcaagtgcgt 4 80 

gtcctgctct tcagaagtgg agtgaagggc gtgttctgtg caggtgcaga cctgaaggag 540 

cgggaacaga tgagtgaagc agaggtgggg gtgtttgtcc agcgactccg gggcctgatg 600 

aatgacatcg cttcctcggc agtcatggga ctgattgaga ccacgcgagg gctcctcccg 66 0 

ggggcaggag ggactcagag gctgccccgt tgtctggggg tggccctggc gaaggagctc 720 

atcttcacgg gccgacgact gagtggaact gaggcccacg tactggggct ggtgaatcac 780 

gctgtggccc agaacgagga gggggacgcc gcctaccagc gggcacgagc actggcccag 84 0 

gagatcctgc cccaggcccc cattgccgtg cggctgggca aagtagccat tgaccgagga 900 

acggaggtgg acattgcatc tgggatggcc attgaaggga tgtgctatgc ccagaatatt 96 0 

ccaacccggg accggctaga gggcatggca gccttcaggg agaagcggac tcccaaattt 102 0 

gttggcaaat gacccccatt ttaaccttca gcatgggaga tgcatgccct gaagagcagg 1080 

atccagaagg aagatttgtg gccagattgc cttcatcatt tcacctctcc agacttccat 1140 

ttcttcacaa ggatgatgat ggaaataaaa tgactggcgt gatgcctgga accaaggtgc 1200 

tgatcctacc acctactgct accttcctta gcttcaccct ggctagaaat aatcacgagg 1260 

gttgggtttg ctttggaaaa tgcctgtctc tctacttgaa tgataaagaa ttaaattaga 1320 

tctctctgaa aaaaaaaaaa 1340 



<210> 9 

<211> 4027 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> mis c_f eature 

<223> Incyte ID No: 2816341CB1 



<400> 9 

gcgccgggct 

acggggtcgc 

gggcggcggc 

cggaggaacc 

ctagtacctc 

cagctgtaac 

ttgatcgagg 

accacgtgtc 

tatattttat 

ttttctccga 

aacctgattc 



gcgacactgc 
atacgttcgt 
gcggggcgtg 
cggactccgg 
ctaccattgt 
atttgccacc 
aagattctcg 
ttcaaaacca 
acattttcta 
gtcaagacaa 
tgcatacaga 



agttgtctac 
cccctcgcat 
aacgctctgg 
cgtagcggtt 
caactgatac 
ctcagaagct 
ctgaagtctg 
tctaccatga 
atatcacttt 
gaaaaatcaa 
tctgttaata 



gcggccgggg 
tgcggccccg 
ggctcagcca 
ttgacacaag 
agaattcgtt 
gctggtcctg 
ttaattctac 
agctaaaaca 
atactatttt 
accgaattaa 
gtttggatgg 



ccgggacgag 
acagctgcgc 
ggcctgcgcg 
ggcgcatatc 
gttgggaagg 
tgtcacacca 
tttttgagta 
taccatcaac 
aacatacatt 
agcaaagcct 
tttggcttca 



gaggcgttgg 
caggatcccc 
ggcccgatgc 
ttcaaagcac 
actggggaaa 
ccttagcctc 
cttatgaata 
cctattcttt 
ccgttttatt 
gtaaattcaa 
gtattatacc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
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ctggatgtga 
gactcttggg 
tttttaaaaa 
gagcctttaa 
ccatcttctg 
attttcagct 
atgaaacaga 
atatagtttc 
cctggtccga 
gagccaaggc 
taatcatgta 
acattattgc 
tctacattgg 
tttctcacgg 
aaattaaaaa 
ttccggaaat 
gttttcaacg 
gacgtaatac 
gaaatattcg 
tgaacatctg 
ctggaacaat 
gctgtgaaat 
accccagggg 
aagcaaaaac 
gggatattgg 
ttgtaaaact 
atcttccact 
gatttgttgt 
ggacttggga 
ccgaagctgc 
gtcctgaacc 
aagagcttaa 
tctcttctgg 
catgtctcaa 
tcaccatttt 
ttctttcatt 
agaatttttc 
gatttatatg 
ggataaatag 
aatacaaggg 
ttgaacaaaa 
atacccatac 
ctttatatat 
atagcaagag 
ttgataattg 
gttgaaacta 
taaagaacaa 
gttatctata 
tagtctagat 
gtgtatggat 
ataacctttg 
ctaagacaca 
tgatgtcatt 
tctcttcatt 
ccaattaaga 



tactttagat 
aacacgtgaa 
ggttattctt 
ttttggaaat 
tgagaccagg 
tgttacatta 
ggtgaccaac 
tttggtccca 
gttccccaag 
cagcatggaa 
cacaagtgga 
tggtataact 
atatttgcct 
atgccgcatt 
aggaagcaaa 
catggatcgg 
taatctgttt 
tccactgtgc 
tctcctgttg 
tttctgctgt 
ttccgaagtg 
caaattaaaa 
tgaaattctt 
aaaagctgat 
agagtttgaa 
acaggcaggg 
agtagataac 
gccaaatcaa 
ggagctgtgt 
tatttcagca 
gtggacccct 
aacacattac 
catcagtttg 
gctgcaaggc 
taactgacag 
ttccccgcca 
tgaatcatat 
ttctgtataa 
gaaatataag 
tattgatatg 
gatttgttgc 
ttatgtttta 
ttatttttta 
agggttatag 
gtctctagta 
ggaaaatacc 
gagtatataa 
tttgtaaaca 
aatcattatt 
gtgtgtgagt 
tacactaaaa 
tgagaattta 
gttgaagtta 
tattactgct 
tgtgctcaaa 



aaagttttta 
gttttaaatg 
ggacagtata 
ggattacaga 
gccgagtgga 
tatgccactc 
atcattacta 
cgcctgcggc 
ggcatcattg 
aaccaacctc 
tccacaggac 
gggatggcag 
ctggcccatg 
ggttactctt 
ggggatacat 
atctacaaaa 
attctggcct 
gacagctttg 
tgtggtggcg 
cctgttggtc 
tgggactaca 
aactgggagg 
attgggggcc 
ttctttgaag 
cccgatggat 
gaatatgttt 
atttgtgcat 
aaggaactaa 
aacagttgtg 
agtctggaaa 
gaaactggtc 
caggcggaca 
ctacagtgag 
aaactccatt 
gattagtaaa 
ccaacttact 
tggggaagca 
tgttcagttt 
aattggttat 
aaattatgta 
tgtgtaatta 
agaagttgag 
ttagaaaaaa 
tttaatagta 
gcttactgtc 
caaacttaaa 
agttattctt 
aattagtcat 
tcattttaaa 
cagtggtagc 
aatgaaagaa 
actttataac 
tttgtaattc 
tgtctgttgt 
tcaggactta 



catatgcaaa 
aggaagatga 
attggctttc 
tgttgggtca 
tgatagctgc 
taggaggtcc 
gtaaagaact 
acatcatcac 
tgcataccat 
atagcaaacc 
ttccaaaggg 
aaaggattcc 
ttctagaatt 
caccacagac 
ccatgttgaa 
atgtcatgaa 
ataattacaa 
ttttccggaa 
ctccactttc 
agggatacgg 
atactggcag 
aaggtggata 
aaagtgtgac 
atgaaaatgg 
gcttaaagat 
ctcttgggaa 
atgcaaacag 
ctgaactagc 
aaatggaaaa 
agtttgaaat 
tagtgacaga 
ttgagcgaat 
ctcagatcaa 
cctcatatta 
acattaagac 
ttaccaccta 
gtgattttaa 
gtaacttttt 
ttgggggctt 
aatttcaaat 
ttgtcttgta 
atcttgtgaa 
tgaagtttgg 
agggagataa 
aaaatgttca 
tggaagaatt 
tgaatatttc 
ggaaaattat 
attagtgttt 
ttatttaaaa 
tttagaatgt 
cgcgtgagtt 
agaaaccttg 
tatatctgga 
aatcataggc 



aaacaaattt 
agtacaacca 
ctatgaagat 
gaaaccaaag 
acaggcgtgt 
agccattgtt 
cttacaaaca 
tgttgatgga 
ggctgcagtg 
attgccctca 
agtcatgatc 
agaactagga 
aagtgctgag 
tttagcagat 
accaacactg 
taaagtcagt 
aatggaacag 
agttcgaagc 
tgcaaccacg 
gctcactgaa 
agtgggagca 
ctttaatact 
aatggggtac 
acaaaggtgg 
tattgatcgt 
agtagaggca 
ttatcattct 
tcgaaagaaa 
tgagctactt 
tctagtaaaa 
tgccttcaag 
gtatggaaga 
ataggaaaat 
aactattact 
agcaaacttg 
tgactgtact 
aacctcaagt 
aaaagtttgg 
ttttacttac 
gcttatgaat 
tgcatttgag 
tatatgcctg 
ttggtgatgc 
cacagcatgt 
atgaagtctt 
ctgaaagaga 
attgactata 
tctatcccaa 
ttcatagttt 
agcaccttat 
atttgatgat 
aagatttaat 
cttgtgtgat 
ttatcaaaag 
accacatttt 



aagaacaaaa 
aatggaaaaa 
gtctttgttc 
accaacatcg 
tttatgtata 
catgcattaa 
aagttgaagg 
aagccaccga 
gaggccctgg 
gatattgcag 
tcacatagta 
gaggaagatg 
cttgtctgtc 
cagtcttcaa 
atggcagcag 
gaaatgagta 
atttcaaaag 
ttgctagggg 
cagcgattca 
tctgctgggg 
ccattagttt 
gataagccac 
tacaaaaatg 
ctctgtactg 
aaaaaggacc 
gctttgaaga 
tatgtcattg 
ggacttaaag 
aaagtgcttt 
attcgtttga 
ctgaaacgca 
aaataattat 
acttgaaatg 
tctcatgacg 
tgtctgtctc 
tgtcagtatg 
ttttaaacat 
atgtatagag 
tgtatttaaa 
caaatcattg 
agaaataaat 
tcagtgtctt 
atgaaacaaa 
gtagcaccag 
ctgttcatct 
ggatagaatt 
tgtacattga 
agtctccttt 
gcactgatgc 
cctttctccc 
agcattctca 
tcataggttt 
acatagtaag 
caatagtgca 
tcatgtcaga 



720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 

2700 

2760 

2820 

2880 

2940 

3000 

3060 

3120 

3180 

3240 

3300 

3360 

3420 

3480 

3540 

3600 

3660 

3720 

3780 

3840 

3900 

3960 
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WO 00/26350 * ' PCT7US99/25820 

ctagttactt tgttgattct cagttactgt aggcatcaaa aggcaaaaat caaaaaaaaa 4020 
aaaaagg 4 02 7 



<210> 10 

<211> 1808 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> unsure 

<222> 1597, 1650, 1656, 1713, 1719, 1754, 1778, 1791, 1794, 1796, 

<221> unsure 

<222> 1800 

<22 3> a or g or c or t, unknown, or other 



<220> 

<221> misc_feature 

<223> Incyte ID No: 3324214CB1 



<400> 10 

ctgtcaggaa ggaccatctg aaggctgcaa tttgttctta gggaggcagg tgctggcctg 6 0 

gcctggatct tccaccatgt tcctgttgct gacttttgat agcctgattg tcaaccttct 120 

gggcatctcc ctgactgtcc tcttcaccct ccttctcgtt ttcatcatag tgccagccat 180 

ttttggagtc tcctttggta tccgcaaact ctacatgaaa agtctgttaa aaatctttgc 240 

gtgggctacc ttgagaatgg agcgaggagc caaggagaag aaccaccagc tttacaagcc 3 00 

ctacaccaac ggaatcattg caaaggatcc cacttcacta gaagaagaga tcaaagagat 36 0 

tcgtcgaagt ggtagtagta aggctctgga caacactcca gagttcgagc tctctgacat 42 0 

tttctacttt tgccggaaag gaatggagac cattatggat gatgaggtga caaagagatt 4 80 

ctcagcagaa gaactggagt cctggaacct gctgagcaga accaattata acttccagta 540 

catcagcctt cggctcacgg tcctgtgggg gttaggagtg ctgattcggt actgctttct 6 00 

gctgccgctc aggatagcac tggctttcac agggattagc cttctggtgg tgggcacaac 66 0 

tgtggtggga tacttgccaa atgggaggtt taaggagttc atgagtaaac atgttcactt 72 0 

aatgtgttac cggatctgcg tgcgagcgct gacagccatc atcacctacc atgacaggga 780 

aaacagacca agaaatggtg gcatctgtgt ggccaatcat acctcaccga tcgatgtgat 84 0 

catcttggcc agcgatggct attatgccat ggtgggtcaa gtgcacgggg gactcatggg 900 

tgtgattcag agagccatgg tgaaggcctg cccacacgtc tggtttgagc gctcggaagt 96 0 

gaaggatcgc cacctggtgg ctaagagact gactgaacat gtgcaagata aaagcaagct 102 0 

gcctatcctc atcttcccag aaggaacctg catcaataat acatcggtga tgatgttcaa 108 0 

aaagggaagt tttgaaattg gagccacagt, ttaccctgtt gctatcaagt atgaccctca 114 0 

atttggcgat gccttctgga acagcagcaa atacgggatg gtgacgtacc tgctgcgaat 12 00 

gatgaccagc tgggccattg tctgcagcgt gtggtacctg cctcccatga ctagagaggc 1260 

agatgaagat gctgtccagt ttgcgaatag ggtgaaatct gccattgcca ggcagggagg 1320 

acttgtggac ctgctgtggg atgggggcct gaagagggag aaggtgaagg acacgttcaa 13 80 

ggaggagcag cagaagctgt acagcaagat gatcgtgggg aaccacaagg acaggagccg 144 0 

ctcctgagcc tgcctccagc tggctggggc caccgtgcgg ggtgccaacg ggctcagagc 1500 

tggagttgcc gccgccgccc ccactgctgt gtcctttcca gactccaggg ctcccagggc 156 0 

tgctctggat cccagggctt cggctttggc gagccgnagg ggatcctgtg gacccggcgc 162 0 

acttaccttg gtggtttaaa cggatgtgtn ggtttngacc aggagggatg cttgtttttt 16 8 0 

taaatagtgt ttgaggatgc attaagtgaa ttnaatttna agttttgggt tatgttggga 174 0 

attggcatgt tttnttggtg ggtaaggttt tttaagcntt tcaggttttt nggngnaatn 1800 
tttaggat 1808 
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